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Variables Table
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Variable Name
poisonous
cap-shape

cap-surface

cap-color

bruises

odor

Role

Target

Feature

Feature

Feature

Feature

Feature

Type

Categorical

Categorical

Categorical

Binary

Categorical

Categorical

‘..

escription

bell=b,conical=c,convex=x,flat=f knobbed=k,sunken=s
fibrous=f,grooves=g,scaly=y,smooth=s

brown=n,buff=b,cinnamon=c,gray=g,green=r,
pink=p,purple=u,red=e white=w,yellow=y

bruises=t,no=f

almond=a,anise=|,creosote=c,fishy=y,foul=f,
w.lstyzm,nonr;*:n,pungent:p,spicyzs
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# F 00 F—R2FEMML T Ly AURL

url = "https://archive.ics.uci.edu/ml/machine-learning-databases/mushroom/agaricus-lepiota.data”

Tibrary(rpart)

Tibrary(rpart.plot)

# 5w g

# LEEHLPEMORE. 2FEHLEIEH

column_names = c("class”, "cap-shape”, "cap-surface", "cap-color”, "bruises"”,
"odor", "gill-attachment", "gill-spacing”, "gill-size",
"gill-color"™, "stalk-shape", "stalk-root"”, "stalk-surface-above-ring",
"stalk-surface-below-ring"”, "stalk-color-above-ring",
"stalk-color-below-ring”, "veil-type"”, "veil-color”, "ring-number”,
"ring-type"”, "spore-print-color”, "population”, "habitat")

# T —FERAHIAD
mushroom_data = read.csv(url, header = FALSE, col.names = column_names, na.strings = "7")
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# RElEEZz= L+ /3 (4T) = BRIt

mushroom_data_clean = na.omit(mushroom_data)

# RTERTEFTILEIERT S

model = rpart(class ~ ., dat
plot(model, uniform=T, branc
text(model, all = T, pretty

mushroom_data_clean, method = "class™)
1, margin = 0.15)

= W
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pore.print.color=k,n,u,w
e
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Rpart.plot(
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# REARTREICEDLT O\
rpart.plot(model)
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spore.print.color = k,n,u,w

0.00
62%

1.00
1%

odor = a,l,n-{no | —

Cl —

~1
rR=N
o



- BN OePpld, LY fg/umg)él&:'f_c;(\ h

e -

SEROADEREND | o E¥/ anEEN

\_ 100% o e
odor = a,l,n{no }— %Eﬁi&%i% L C L\/
spore.print.color = k,n,u,w _ =
BHICIETOH
FlE, €D/ — K
o [ ||| REXETRT =X
62% 1% 3% ) | DE S A K

\ J




0.38 [L—O)/j%z_ljif)\b INDH T ED

es od:z;hn E_*ﬂ@'f—_[@/%'f" :[f) 7Ld\ \z\llj(ﬁpg\
T3 EDHERIL38% T,

BLDOEHTHIT 2T

2% F THEURLVT 5

spore.print.color = k,n,u,w
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62% 1% 37%
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R L7eT — R DOBEE % i

¥R [RT A & (E R
confusion_matrix = table(Actual = mushroom_data_clean$class, Predicted = predictions)
print(confusion_matrix)

N=
/1Eb

2,

a
==

H.

~%

T - T —RERERTEoNTFEERE (FA

T, ENIFEDHELD - 7-H—

> print(confusion_matrix)

Predicted
Actual £ o)
e 3488 0

p 16 2140

TR LbNS
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> # ETILOBEGEESE

> accuracy = sum(diag(confusion_matrix)) / sum(confusion_matrix)

> print(paste("EFIILOHESE:", accuracy))
[1] "EFILCEEE: 0.997165131112686"
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